	Disease/model
	GEO accession
	Correlation of fold changes of genes (R)
	　
	Genes changed to the same direction (%)
	　
	Overlap P value
	Bioset Name

	Human
	
	
	
	
	
	
	
	
	
	
	

	
	Burns 
(as reference)
	GSE37069
	1.00
	
	
	
	100
	
	
	
	-
	Leukocytes of patients with severe burns on > 20% of total body surface area _vs_ healthy controls

	
	Trauma
	GSE36809
	0.95
	
	
	
	97
	
	
	
	< 1.0×10-323
	White blood cells of severe blunt trauma patients 28d after injury _vs_ healthy subjects

	
	Sepsis
	GSE13904
	0.87
	
	
	
	93
	
	
	
	4.4×10-250
	Whole blood from children with septic shock at d1 _vs_ normal

	
	Sepsis
	GSE9960
	0.80
	
	
	
	87
	
	
	
	< 1.0×10-323
	PBMCs from patients with Gram-negative sepsis _vs_ healthy

	
	Sepsis
	GSE28750
	0.79
	
	
	
	85
	
	
	
	< 1.0×10-323
	Whole blood of sepsis patients with community-aquired infection _vs_ healthy subjects

	
	
	
	
	
	
	
	
	
	
	
	
	

	Mouse
	
	Human: |FC| >4.0
Mouse: |FC| > 1.2
	Human: |FC| >2.0
Mouse: |FC| > 1.2
	Human: |FC| >2.0
Mouse: all
	
	Human: |FC| >4.0
Mouse: |FC| > 1.2
	Human: |FC| >2.0
Mouse: |FC| > 1.2
	Human: |FC| >2.0
Mouse: all
	
	
	

	
	Burns
	GSE7404
	0.55*
	0.51*
	0.28
	
	93.2
	85.3
	60.0
	
	3.9×10-34
	WBC from blood at 7d after burn injury _vs_ burn injury sham

	
	Trauma
	GSE7404
	0.59*
	0.31*
	0.22
	
	80.4
	59.5
	61.0
	
	6.3×10-13
	WBC from spleen at 3d after trauma hemorrhage _vs_ trauma hemorrhage sham

	
	Sepsis
	GSE19668
	0.47*
	0.49*
	0.22
	
	84.6
	75.3
	58.0
	
	1.2×10-35
	Blood of C57BL6J mice 4hr after Staphylococcus aureus infection _vs_ uninfected

	
	Sepsis
	GSE26472
	0.36†
	0.26*
	0.14
	
	74.4
	61.9
	55.0
	
	6.5×10-11
	Blood of mice 24hr after intracheal infection with S. pneumoniae serotype 2 _vs_ vehicle

	
	Infection
	GSE20524
	0.51*
	0.57*
	0.28
	
	88.9
	86.2
	61.0
	　
	3.4×10-35
	Blood from 8wk old BALB-c mice 1d after tail vein injection - C.albicans _vs_ saline control


Table S2. Studies of human diseases and mouse models that were used in Seok et al., and are available in NextBio and GEO.
* , p<0.0001; †, p=0.0162
1. Seok J, et al.; Inflammation and Host Response to Injury, Large Scale Collaborative Research Program (2013) Genomic responses in mouse models poorly mimic human inflammatory diseases. Proc Natl Acad Sci USA 110(9):3507–3512.

